Evolution of taste processing shifts dietary preference 
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Supplementary information guide

Supplementary Table 1: Number of Gr64fa- and Gr66a-expressing neurons in D. melanogaster, D. simulans and D. sechellia taste organs. (Excel table format)

Supplementary Table 2. Wild-type and transgenic lines used in this study. (included in Supplementary information)

Supplementary Table 3. Oligonucleotides used to generate sgRNA expression vectors. (included in Supplementary information)

Supplementary Table 4. Oligonucleotides used for plasmid cloning. (included in Supplementary information)

Supplementary Table 5. P-values of statistical analysis. (Excel table format)

Supplementary Video 1. Animated z-stack of the 3d ROIs on the example of D. melanogaster. The segmentation is superimposed on a maximum intensity projection of neural responses to sucrose stimulation (as in Fig. 5d). (Video file; avi format)




