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Figure S1. Synergy analysis using SynergyFinder application (https://synergyfinder.fimm.fi).
The heat map shows synergistic scores (ZIP scoring) depending on concentrations of MLN4924
and Cisplatin. Red color indicates synergistic interaction, whereas green color indicates
antagonistic effects. The light grey rectangle highlights the region of highest synergy in the
respective combination. The conditions used in the proteomics experiment (Cisplatin: 5 uM,
MLN4924: 0.2 uM) is indicated by a black circle, which lies in the region of highest synergy.



