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SUPPORTING FIGURE LEGENDS:

Figure S1. Phenotype of osabcb14 mutants and complemented transgenic lines under
NAA treatment.

(a) Phenotype of seven-day seedlings under NAA treatment. Bar = 2 cm.

(b) Shoot length under indicated concentrations of NAA at seven-day.

(c) PR length under indicated concentrations of NAA at seven-day.

Figure S2. Expression of OSABCB14 in roots responded to various treatments.

(a) OsABCB14 expression of response to various treatments. Seven-day-old seedlings
grown in normal culture solution were treated for 3 h with 1 uM 2,4-D, 10 uM 1AA, 1
pM NAA, 1 uM 6-BA, 10 uM ABA, 10 uM GA3, 1 mM SA, 1 uM NPA or 10 uM
NOA. Total RNA from roots were analyzed with gRT-PCR.

(b)(c) Expression of OSABCB14 in 1 uM 2,4-D (b) or 10 uM IAA treatments (c) at
indicated time intervals. Seven-day-old seedlings grown in normal culture solution
were exposed to 1 uM 2,4-D (b) or 10 uM IAA treatments (c) until roots were
sampled at indicated time intervals. (a) to (c) All gRT-PCR experiments were
analyzed using three independent biological repeats. OSACTIN gene was used as an

internal control.

Figure S3. Mn, Cu, Zn, Mg and Ca concentrations (ug/g) in shoot and root of

osabcb14 mutants.



(@) to (e) Mn(a), Cu(b), Zn(c), Mg(d) and Ca(e) concentrations (ug/g) in shoot and
root of osabcbl4 mutants. All experiments were analyzed using five independent

biological repeats. * indicates significant difference at P < 0.05 and ** at P < 0.01.

Figure S4. Relative expression of genes related to Fe uptake and transport in roots of
NIP and osabcb14 mutants.

(a) gRT-PCR analysis for genes related to Fe response in roots of NIP and osabcb14
mutants.

(b) gRT-PCR analysis for genes related to Fe response in roots of NIP and osabcb14
mutants under CK and —Fe. (a)(b) All gRT-PCR experiments were analyzed using
three independent biological repeats. OSACTIN gene was used as an internal control.
CK: normal culture solution. * indicates significant difference at P < 0.05 and ** at P

<0.01.
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(a) Mn concentration (ug/g) (b) 70 - Cu concentration (ug/g) (C) 500 - Zn concentration (ug{g)“
1200 " 60 == -
-
1000 50 - = 400
W0 300 sl
30 200
. 20 - il
10 | 100
e ) et 8 ) 4l ) IR AIRTE T R\ SRT TR T2 -\ TS SR
LR VLY LT T gl L g ) Ll ‘\,'l gt B =l
nﬁﬁh:hoﬁﬂwb oo ; o g gﬂh: os“b‘ ew‘“" gﬁ‘h nsn,b 09‘\3‘ n_‘gb‘ osg.h
Shoot Root Shoot Root Shoot Root
(d)sooo N Mg concentration (ug/g) (e) Ca concentration (ng/g)
" 4000
LE ]
4000 3500
3000
3000 - ax 2500
2000 2000
1500
1000 - 1000
500
e T T S T T T g Ty TaT
"::w:"‘:;hc"‘k = c"“‘uc'“‘* "-“\cb"" p¥ A LAty
o g o ¢ i

Shoot Root




(b)

Relative expression level

Relative expression level

8 -
6 - =
4 | -
-
2 | =
0 -
OsIRTI
25 4
P sCK
20 u-Fe
15 4
10
5 J - -
[
NIP osabcbld4-1 osabebl4-2
uCK
«s8-Fe

. |

NIP osabcbid-1 osabebld4-2

u NIP
w osabebld-1
m osabebl4-2

=

Ty LA EEE

-

10000 «s OsIRT2 800 OsIRO2
8000 aCK 650 uCK
6000 i . .:-Fn 09 't;h
kB :ﬁ .
I 5 50 = ﬁ.

NIP osabch14-1 osabeb14-2 NIP osabchl4-1 osabebld-2
4. W OsNRAMP? 12000, OsNASI
=CK 10000 nCK
N «-Fe  goon u-Fe
6000
: T e 5 &
1 2
1
0 0

NIP osabebld-1 osabebld-2 NIP osabcbld-1 osabebl4-2

140

120 OsYSLiS uCK
100 w-Fe
w L]

20 =B

2

1

0

NIP osabcbl4-1 osabcbl4-2

6500
5500
4500
3500
2500
1500
500
2
l
0

"t OsNAS? ek

—!‘e

NIP osabcbld-1 osabebl4-2



Supporting Tables

Table S1. Primer

sequences of OSABCB14

Name

Primer sequences (5°-3’)

Tos17-tail6

ABCB14-1U/L

ABCB14-2U/L

RTABCB14U1/L1

gRTABCB14U1/L1

RTABCB14U2/L2

gRTABCB14U2/L2

RTABCB14U3/L3

gRTABCB14U3/L3

ABCB14-OU/L

ABCB14-proU/L

AGGTTGCAAGTTAGTTAAGA

TTTTACCTGGGCAAAGTTGG/TACGGTGCGTTGACATGATT

AATCATGTCAACGCACCGTA/TTGCAGGTCAAGTTTTGCTG

CAGAAACCGTGACTTCCGTGG/CATCATTCCTCAAGATAGCAGC

CAGAAACCGTGACTTCCGTGG/TAACCCTTAGGTGCTGGGTAC

ATGGCGGATGAGTCAGGGAG/AAGTTGCCGACCTTCTCGCCG

ATGGCGGATGAGTCAGGGAG/TCGCCGAAGAGGAGGAAGAAC

AGATCGGCCTGGTGCAGCAG/GTGGTGTAGCTGCAGCTGCAG

TGCTGCAGGAGGCGCTCGA/GTGGTGTAGCTGCAGCTGCAG

CACCATGGCGGATGAGTCAGG/GCCGTGGTGTAGCTGCAGCT

GTCGACCGAGTAGTTTATGCATAATG/GGTACCCACGCACGCTCA

CCTCT

Table S2. Primer

sequences for auxin-responsive genes.

Name Primer sequences (5’-3")

gRTIAALU/L GCCGCTCAATGAGGCATT/GCTTCCACTTTCTTTCAATCCAA
gRTIAA3U/L AACTGAACAACAACAAGAAGAA/GCAATGAGGAGATGAGATGA
gRTIAAQU/L AAGAAAATGGCCAATGATGATCA/CCCATCACCATCCTCGTAGGT

gRTIAA20U/L

TTGTACGTGAACGGGATTATTTTG/CATGCTTATGAAATTGCTGAAACA



gRTIAA23U/L GAAGATGTTCGTCGAGTC/GTCTTGGCGATAAGTTGA

gRTSAUR39U/L  CTAAGGTTGTCTGAGGAT/CAAGCACATCACATACTC

Table S3. Primer sequences for Fe-deficiency responsive genes.

Name Primer sequences (5’-3")

gRTIRT1U/L CGTCTTCTTCTTCTCCACCACGAC/GCAGCTGATGATCGAGTCTGACC
gRTIRT2U/L CGTTCCACACGCGGGGCAGCAAG/CCCATCCCCTCGAACATCTGGTGG
gRTIRO2U/L GGCTACCTGCATCAATGAC/GCTTTGTTCCTGACGACTTT

gRTYSL15U/L AACATAAGGGGGACTGGTAC/TGATTACCGCAATGATGCTTAG

gRTNAAT1U/L AGACCAGGCTACCCAAACT/CACCTCTTTGATAGCGATCC

gRTNRAMP2U/L  ATCGCCATCAAGATCCTCAGCC/GTATCTCAACGCTTCACGGACT

gRTNAS1U/L GGACGCGGTGTTCGACAACTAC/GGGCGACGATGACGGAGTTGA

gRTNAS2U/L ATCAACTCCGTCATCGTGGCTC/TTACTCGTCGTTGTCCCCTAGA




